ERXEYF AR /Beyotime Biotechnology
ITHEAL%: 400-16833013%800-8283301

\Q\- /E % K _? iT£2e-mail: order@beyotime.com
L . b e EARZM: info@beyotime.com
,‘ BeYOtlme B AR RI4ik: http://www.beyotime.com

Human TBP qPCR Primer Pair
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QHO00069S Human TBP qPCR Primer Pair 200X
QH00069M Human TBP qPCR Primer Pair 1000{X
FEamE T
» Human TBP qPCR Primer Pair, RBIATBP qPCR5I¥xf, TZHTHETSYBR GreenffJqgPCR. One-Step qRT-PCRE(semi-

>

quantitative PCR, A5 [¥ AL, SidqPCREIE. FURAG Y,
gPCR (Quantitative PCR)BIE&PCR, WFRLH % E BPCRE LM & &EPCR (Real-time quantitative PCR), SZHfPCR
(Real-time PCR), 2 —M{EDNAY R MdFEAH, DS ERNE SR AR N (PCR)IEING = WE &N, qPCRE
FRIFRN T R SYBR GreenZ ik oY RHEMIRE 1, SYBR GreenZud kiR AH AL, IER R AIDNALE &Yk}
SYBR Greens AU PCRISFEHFIREIPCRY /=1 ; MitREHi%(Probe method), WMHE#FATagManiRErE, MERYVE LS
L, TR IR SRR AR A K EE A (Quencher) ARIE I DNATREHE M UE IS PCRAGIY B AR 41 (1,2]0

X TSYBR Green¥GuklE, FIMEXREL, REFSIVF-HRABARIFENGIEHEL, TSI RIE, R4
f, V8RR, S _RIETERL LRI, qPCREIEREE; RRF5IN—MBERESMNE T (Span exon junctions), & 1%
HFZDNA (gDNA)MIPIHE[3,4]; ARFINSIWr=RdkEFEE, JLPFES TITE AFVMEBER; 5190 Tm{EZ60°C, KEZH
I =) (Amplicon) UK EZ190-160bp, R = KRIETRALE A& ME 5@ G Y E (Primer Panel/Primer Array),

AP ARG TR, S8 & ER51% (Forward primer, AR _EH7519)f A5 (Reverse primer, thWFR NilF5(4) %
1nmol, ##2nmol, ~&EEEES(Nuclease-free), HFEIMA400plBAKIARK2.5uM each, BRI, 1%20ulsk25ulikZ
M2ul51Y, AF=&EER DA T200/RgPCRE S,
Gene Information

Gene Name TATA-box binding protein
Gene Symbol TBP
Synonyms HDL4; TBP1; GTF2D; SCA17; TFIID; GTF2D1
Organism Human
Gene ID 6908
UniProt ID P20226

Main Accession No. NM_003194
NM_001172085, NM_003194, NM_003194.1, NM_003194.2, NM_003194.3,
Other Accession No. NM_001172085.1, BC110341, BC110341.1, BC109053, BC109054, BM720195, BT019657,

NM_003194.5
Map Location 6927
Pathway Housekeeping gene, used for internal control

Initiation of transcription by RNA polymerase II requires the activities of more than 70
polypeptides. The protein that coordinates these activities is transcription factor IID
(TFIID), which binds to the core promoter to position the polymerase properly, serves
as the scaffold for assembly of the remainder of the transcription complex, and acts as
a channel for regulatory signals. TFIID is composed of the TATA-binding protein (TBP)
and a group of evolutionarily conserved proteins known as TBP-associated factors or
TAFs. TAFs may participate in basal transcription, serve as coactivators, function in
Gene Summary promoter recognition or modify general transcription factors (GTFs) to facilitate
complex assembly and transcription initiation. This gene encodes TBP, the TATA-
binding protein. A distinctive feature of TBP is a long string of glutamines in the N-
terminus. This region of the protein modulates the DNA binding activity of the C
terminus, and modulation of DNA binding affects the rate of transcription complex
formation and initiation of transcription. The number of CAG repeats encoding the
polyglutamine tract is usually 25-42, and expansion of the number of repeats to 45-66
increases the length of the polyglutamine string and is associated with spinocerebellar




ataxia 17, a neurodegenerative disorder classified as a polyglutamine disease. Two
transcript variants encoding different isoforms have been found for this gene.

[provided by RefSeq, Jul 2016]

Amplicon Information

Amplicon Length (bp) | 123
NCBI mRNA ID NM_003194.5
NCBI Protein ID NP_003185.1

Ensembl Transcript ID

ENST00000392092.7

Ensembl Gene ID

ENSG00000112592.15

Ensembl mRNA ID

TBP-202
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QHO00069S Human TBP qPCR Primer Pair

QHO00069M Human TBP qPCR Primer Pair 1nmol each X5
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BIRARYN G SR SRR GF, EOYERBGHETERIZ (Melt curve) 7 HT ABEY 14 S W AR T, WS A —Mafgdh
2R (0f I AR AR B EEDNA Y TmAE), BERRE —Rie — 8, WRAE AR LR BN, s i, mIREZ S|P
“RASARR R Y, PR KADNAG R, XA KIS RRE, BB E A SER AR (No template control, NTC),
RIS RAR R PR S BREAR DASNI TR N 73, ARFEAE L FLRICAAON B LI IRk 57, nl AR P AES 1Y) —RIAsHE
AR S PR

i RNAAZAFAEY W= P)i5 5, AP HqPCR Mix,

AR T LW AR, AMeATIRRZEERY, MR T RSN, MIFRTEEETN,

N T IR Z 2R, KRR — T ERE,
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PCRIRZ IR BEHE :

a. JREAT AT, 3000-8000 X gBL17r#h, DARGH S5 W) FREUR, BB IMA400pl@8aIK, Jomir s FaEiRS %R, R
JE BRSO LR, FFEEERERITIRS), Bf$400ul 2.5uM eachfyPrimer Mix, aliK#fE 7 # F BeyoPure™
Ultrapure Water (DNase/RNase-Free, Sterile) (ST876),

b. RlfEHIESIPCRIR M T & #IIA . SYBR Green qPCR Mix#FR5E & mifEHIES G & Tk L8 ivk&aE W, #HEEHH
BeyoFast™ SYBR Green qPCR Mix (2X) (D7260/D7262/D7265). BeyoFast™ SYBR Green One-Step qRT-PCR Kit
(D7268). BeyoFast™ SYBR Green qPCR Mix (2X, Fii5%#%) (D7501/D7503/D7507)8kBeyoFast™ SYBR Green One-Step
gRT-PCR Kit (P55 %) (D7509).

c. ZETREERIKG LIREPCRRMIKR, PA6FLEAIBeyoFast™ SYBR Green qPCR Mix (2X) 9,

Reagent Volume for One PCR Reaction
SYBR Green gqPCR Mix (2X) 10ul
Primer Mix (2.5uM each) 2ul
Template DNA 2ul
RNase-Free Water 6ul
Total Volume 20ul

L EESIPHIZLIREN0.2-0.5uM  eachit IIRTG RAFARETIRCR, thaliRIETEHITE0.1-1.0uM eachiEREINIEEES Y)RIZE
K,
¥2: JEHDNABARKIELIL-10ng cDNAKNZE &, RARPIEN S HRRE RN, WHe%, aliik
Rt F B BON ORI TR R RS, DA E IAERIBIRE FH &, RT-PCRI VS EIRIcDNA EHEAE RIS, HimE R ZEd
PCRZ M ARIHI10%,
3 S6FLIRAIHER R BAR R A20u], AT DIMRIESPRSEIG TR, 2 LB ReibE/ NNV AR 2R
4 BUOREAEAREI AP iR,

d. AR HEsRREVATIR S s VortexiiZ 2], ZiRBEOMP, BMRAMNRTER, H#EHHBeyoFuge™ &t UM AL &/ Ol
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2.

(EEX, 2500rpm) (E6758)HEATHIEE L)
e. KIREIFNPCRRMN EHPCRMARE THERPCRIN E, FFaERPCRRI,
PCRIZ AR :
fEReal-time PCRR M AT THRARMIFIENE:, JEHIEENISC 25080, B2 GCHAMRIE YIE KN M 5-10708, AfF 2
ABI QuantStudio™ 6 Flex¥é e & PCR{CHH:
AR 95°C 24744
AF i 95°C 15%);
B K /HEMH: 60°C 15-30FD;
HEAEbAS e, EIL40MEIE,
TR Ze o347 (RT3E) . 95°C 158D, 60°C 158, 95°C 15%;
f. (EAZOEE JRPCRIGRBERIER T 73 AT 4 R
i ARG ERQPCRIRV 2R SE, WES%, LR FFREN. 5IWFNSEARMNS S, FRERNR. 5%, BRA
B ROIRE R AE RN A5, FFARYE LB 84 NRSAR R e BRI EqPCR, WARRH =#1%kqPCR, HFRAEIRK /A
JEm—#72°C 30#), BE/EEHEE A D, cMIGMAIX —AERIL40 MEFRRTAT,
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1. AAZ5194:
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QHO00001 Human ACTB qPCR Primer Pair 200/1000/5000¢X
QH00005 Human B2M gPCR Primer Pair 200/1000/X
QHO00009 Human GAPDH gPCR Primer Pair 200/1000/5000¢%
QHO00013 Human GUSB gPCR Primer Pair 200/1000¢X
QH00017 Human HCK gqPCR Primer Pair 200/1000¢%
QH00021 Human HMBS qPCR Primer Pair 200/1000¢%
QH00025 Human HPRT1 qPCR Primer Pair 200/1000¢X
QH00029 Human HSP90AA1 gPCR Primer Pair 200/1000¢X
QH00033 Human HSP90AB1 qPCR Primer Pair 200/1000¢X
QHO00037 Human LDHA gPCR Primer Pair 200/1000¢X
QH00041 Human NONO gPCR Primer Pair 200/1000¢%
QH00045 Human PGKI1 gqPCR Primer Pair 200/1000¢%
QH00049 Human PPIA qPCR Primer Pair 200/1000¢X
QH00053 Human RPL30 gPCR Primer Pair 200/1000¢X
QHO00057 Human RPLPO gPCR Primer Pair 200/1000/5000¢%
QHO00061 Human RPLP1 qPCR Primer Pair 200/1000¢X
QH00065 Human SDHA gPCR Primer Pair 200/1000¢%
QH00069 Human TBP qPCR Primer Pair 200/1000¢%
QHO00073 Human TFRC qPCR Primer Pair 200/1000¢X
QH00077 Human YWHAZ gPCR Primer Pair 200/1000/X
QH00081 Human PPIH gPCR Primer Pair 200/1000¢X
QHO00085 Human RPL13A qPCR Primer Pair 200/1000¢X
QHO00089 Human TUBB gPCR Primer Pair 200/1000/5000¢X
QH00093 Human RNA18S5 qPCR Primer Pair 200/1000¢%

2.

¥E: JE#EAIGAPDH, RPLPO. ACTB. TUBBRIB2M{EANNZ, (HUNFX =& kil ELRE R, AT A1t F HPRT18¢
RNALSSSENINS, WKEIRISEE, LR3Il 2k @R [5-6],

NERNZ A
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QM00002 Mouse Actb qPCR Primer Pair 200/1000/5000¢X
QMO00006 Mouse Rplp0 gPCR Primer Pair 200/1000/5000¢X
QMO00010 Mouse B2m gqPCR Primer Pair 200/1000/X
QM00014 Mouse Gapdh qPCR Primer Pair 200/1000/5000{%
QMO00018 Mouse Hck gPCR Primer Pair 200/1000¢X
QM00022 Mouse Hmbs qPCR Primer Pair 200/1000¢%
QMO00026 Mouse Hprt qPCR Primer Pair 200/1000¢%
QM00030 Mouse Hsp90ab1 qPCR Primer Pair 200/1000¢X
QMO00034 Mouse Hsp90aal qPCR Primer Pair 200/1000¢X
QM00038 Mouse Ldha qPCR Primer Pair 200/1000/X
QM00042 Mouse Pgkl qPCR Primer Pair 200/1000¢X
QMO00046 Mouse Rn18s qPCR Primer Pair 200/1000¢%
QMO00050 Mouse Rpl30 gPCR Primer Pair 200/1000¢%
QMO00054 Mouse Tbp qPCR Primer Pair 200/1000¢X
QMO00058 Mouse Tfrc qPCR Primer Pair 200/1000/X
QMO00062 Mouse Rpl13a qPCR Primer Pair 200/1000/X
QM00066 Mouse Tubb4a qPCR Primer Pair 200/1000/5000¢%
QMO00070 Mouse Ywhaz qPCR Primer Pair 200/1000¢%
QMO00074 Mouse Nono qPCR Primer Pair 200/1000¢%
QMO00078 Mouse Rplpl gPCR Primer Pair 200/1000¢X
QMO00082 Mouse Ppih qPCR Primer Pair 200/1000/X
QM00086 Mouse Sdha gPCR Primer Pair 200/1000/X
QM00090 Mouse Gusb qPCR Primer Pair 200/1000¢X
QMO00094 Mouse Ppia qPCR Primer Pair 200/1000¢%

#: #EEM#HGapdh. Rplp0. Actb. TubbMIB2mfEANS, (HURX=FHILHEH ALK, TAZIA M HHprt1s{Rnl8s
TERNZ, RIREHERSERACR, BRG] 8 [5-6],
3. EFDNA (gDNA)5 9% (F T gDNAG Fefanil) :

R E =2 R 2y GBS
QHO00101 Human HGDC Primer Pair 200/1000¢k
QM00098 Mouse MGDC Primer Pair 200/1000¢k

iE: To obtain reliable qPCR data, genomic DNA contamination should be tested by qPCR with genomic DNA
contamination primer pair [7]o
4. SYBR Green qPCR Mix &4
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D7260 BeyoFast™ SYBR Green qPCR Mix (2X) 1/5/25ml
D7262 BeyoFast™ SYBR Green qPCR Mix (2X, Low ROX) 1/5/25ml
D7265 BeyoFast™ SYBR Green qPCR Mix (2X, High ROX) 1/5/25ml
D7268 BeyoFast™ SYBR Green One-Step qRT-PCR Kit 100/500{%
D7501 BeyoFast™ SYBR Green qPCR Mix (2X, {5 4%) 1/5/25ml
D7503 BeyoFast™ SYBR Green gPCR Mix (2X, Low ROX, Fjii54+%) 1/5/25ml
57507 BeyoFast™ SYBR Green qP(}Jj) Mix (2X, High ROX, Fjji5% 1/5/25ml

= =y
D7509 BeyoFast™ SYBR Green One-Step qRT-PCR Kit (Bji53¢%) 100/500%%
FASAO011-1pc BeyoGold™ i 1IM/AR
FSF002 DCE mPCRABRIE(ABLSr4) 204 /63
FSF035-100pcs BeyoGold™# (e & PCRA & IR (FE BURY) 100/ /f4%
FSF039-20pcs BeyoGold™#>'t7E Bt PCR A HI AR I (R B, i 1574%) 207 /fu
FSF039-100pcs BeyoGold™ %) t7E B PCRAHIHR B (R B, i 11574%) 1004 /0%
FTUB325-1box BeyoGold™ qPCR/\BkHFE (0.2ml, &, EH) 1258k/&
FTUB325-10bxs BeyoGold™ qPCR/\BkHFE (0.2ml, “F-35, EHH) 125Hk/&, 108/46
FTUB333 POEE EPCRAI6FLIR (ABLFE) 2057 /003
FTUB384 wHEE B PCRA384FLIR (ABI732%) 207 /63
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FTUB335-1box BeyoGold™Ze e B PCRAI6FLIR(0.2ml, TotEid, EHH) 10N/&
FTUB335-5bxs BeyoGold™# . E & PCRAII6FLAR(0.2ml, JEtEid, 1#EHA) 101N/8&, S&/4
FTUB337-1box BeyoGold™Z e &PCRAI6FLAR(0.2ml, 4814, 1#EHH) 10N/&
FTUB337-5bxs BeyoGold™# )& - PCRAI96FLAR (0.2ml, 4R34, iEHA) 104N/&, S&E/F
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